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SEQUENCE LISTING 

<110> Fanger, Gary R. 
Foy, Theresa M. 
Houghton, Raymond L. 
Reed, Steven G. 



<120> COMPOSITIONS AND METHODS FOR THE 

THERAPY, DIAGNOSIS AND MONITORING OF BREAST CANCER 

<130> 210121. 479C1 

<140> US 

<141> 2001-01-08 
<160> 49 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 20 

<212> PRT 

<213> Homo sapien 

<400> 1 

lie Asp Glu Leu Lys Glu Cys Phe Leu Asn Gin Thr Asp Glu Thr Leu 

15 10 15 

Ser Asn Val Glu 
20 

<210> 2 

<211> 15 

<212> PRT 

<213> Homo sapien 

<400> 2 

Thr Thr Asn Ala lie Asp Glu Leu Lys Glu Cys Phe Leu Asn Gin 
15 10 15 

<210> 3 

<211> 21 

<212> PRT 

<213> Homo sapien 

<400> 3 

Ser Gin His Cys Tyr Ala Gly Ser Gly Cys Pro Leu Leu Glu Asn Val 

15 10 15 

lie Ser Lys Thr lie 
20 



<210> 4 



2 



<211> 20 

<212> PRT 

<213> Homo sapien 

<400> 4 

Glu Tyr Lys Glu Leu Leu Gin Glu Phe lie Asp Asp Asn Ala Thr Thr 

15 10 15 

Asn Ala lie Asp 
20 

<210> 5 

<211> 9 

<212> PRT 

<213> Homo sapien 

<400> 5 

Lys Leu Leu Met Val Leu Met Leu Ala 

n 1 5 

^! <210> 6 

^ <211> 13 

U\ <212> PRT 

Nf <213> Homo sapien 

|i <400> 6 

\I Gin Glu Phe lie Asp Asp Asn Ala Thr Thr Asn Ala He 

1 5 10 

H <210> 7 

!Z <211> 13 

^ <212> PRT 

<213> Homo sapien 

M,- <400> 7 

Leu Lys Glu Cys Phe Leu Asn Gin Thr Asp Glu Thr Leu 
1 5 10 

<210> 8 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 8 

tgccatagat gaattgaagg aatg 

<210> 9 
<211> 29 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> PCR primer 
<400> 9 

tgtcatatat taattgcata aacacctca 29 

<210> 10 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Probe 
<400> 10 

tcttaaccaa acggatgaaa ctctgagcaa tg 32 

<210> 11 
<211> 20 
<212> PRT 

<213> Oryctolagus cuniculus 
<400> 11 

He Asp Glu Leu Lys Glu Cys Phe Leu Asn Gin Thr Asp Glu Thr Leu 

15 10 15 

Ser Asn Val Glu 
20 

<210> 12 
<211> 20 
<212> PRT 

<213> Oryctolagus cuniculus 
<400> 12 

Glu Leu Leu Gin Glu Phe He Asp Asp Asn Ala Thr Thr Asn Ala He 

15 10 15 

Asp Glu Leu Lys 
20 

<210> 13 
<211> 15 
<212> PRT 

<213> Oryctolagus cuniculus 
<400> 13 

Thr Thr Asn Ala He Asp Glu Leu Lys Glu Cys Phe Leu Asn Gin 
15 10 15 

<210> 14 
<211> 20 
<212> PRT 

<213> Oryctolagus cuniculus 



<400> 14 

Glu Leu Leu Gin Glu Phe He Asp Asp Asn Ala Thr Thr Asn Ala He 
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15 10 15 

Asp Glu Leu Lys 
20 

<210> 15 
<211> 20 
<212> PRT 

<213> Oryctolagus cuniculus 
<400> 15 

Glu Leu Leu Gin Glu Phe He Asp Asp Asn Ala Thr Thr Asn Ala He 

15 10 15 

Asp Glu Leu Lys 
20 

<210> 16 
<211> 21 
<212> PRT 

<213> Oryctolagus cuniculus 
<400> 16 

Ser Gin His Cys Tyr Ala Gly Ser Gly Cys Pro Leu Leu Glu Asn Val 

15 10 15 

He Ser Lys Thr He 
20 

<210> 17 
<211> 20 
<212> PRT 

<213> Oryctolagus cuniculus 
<400> 17 

Glu Leu Leu Gin Glu Phe He Asp Asp Asn Ala Thr Thr Asn Ala He 

15 10 15 

Asp Glu Leu Lys 
20 

<210> 18 
<211> 21 
<212> PRT 

<213> Mus musculus 
<400> 18 

Ser Gin His Cys Tyr Ala Gly Ser Gly Cys Pro Leu Leu Glu Asn Val 

15 10 15 

He Ser Lys Thr He 
20 

<210> 19 
<211> 405 
<212> DNA 

<213> Oryctolagus cuniculus 



<400> 19 
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caccatggag 
tcagtcgctg 
ctgcacagtc 
agggaagggg 
ctgggcgaaa 
gaccagtctg 
ctggggccca 



acaggcctgc 
gaggagtccg 
tctggaatcg 
ctggaataca 
ggccgattca 
acaaccgagg 
ggcaccctgg 



gctggcttct 
gcggtcgcct 
acctcagtag 
tcggaatcat 
ccatctccaa 
acacggccac 
tcaccgtctc 



cctggtcgct 
ggtaacgcct 
ctatggagtg 
tagtaaaatt 
aacctcgtcg 
ctatttctgt 
ctcagggcaa 



gtgctcaaag 
ggaggatccc 
ggctgggtcc 
gataacacat 
accacggtgg 
accagagggt 
cctaa 



gtgtccagtg 
tgacactcac 
gccaggctcc 
actacgcgaa 
atctgaaaat 
cttttgatcc 



60 
120 
180 
240 
300 
360 
405 



<210> 20 
<211> 414 
<212> DNA 

<213> Oryctolagus cuniculus 



<400> 20 

caccatggag 

tcagtcggtg 

ctgcacagtc 

agggaagggg 

ctgggcgaga 

caatccgaca 

tggtgccttc 



acaggcctgc 
gaggagtccg 
tctggattct 
ctggaatgga 
ggccgattca 
accgaggaca 
tggggcccag 



gctggcttct 
ggggtcgcct 
ccctcagcag 
tcggaaccat 
ccatctccaa 
cggccacgta 
gcacgctggt 



cctggtcgct 
ggtcacgcct 
ctacgacatg 
tagtactatt 
aacctcgacc 
tttttgcggc 
caccgtctcc 



gtgctcaaag 
gggacacccc 
acctgggtcc 
ggtagcccat 
acggtggatc 
agatttcgga 
tcagggcaac 



gtgtccagtg 
tgacactcac 
gccaggctcc 
tttacgcgag 
tgaaaatcac 
ttgctggtga 
ctaa 



60 
120 
180 
240 
300 
360 
414 



<210> 21 
<211> 414 
<212> DNA 

<213> Oryctolagus cuniculus 



<400> 21 

caccatggag 

tcagtcggtg 

ctgcacagtc 

agggaagggg 

ctgggcgaga 

caatccgaca 

tggtgccttc 



acaggcctgc 
gaggagtccg 
tctggattct 
ctggaatgga 
ggccgattca 
accgaggaca 
tggggcccag 



gctggcttct 
ggggtcgcct 
ccctcagcag 
tcggaaccat 
ccatctccaa 
cggccacgta 
gcacgctggt 



cctggtcgct 
ggtcacgcct 
ctacgacatg 
tagtactatt 
aacctcgacc 
tttttgcggc 
caccgtctcc 



gtgctcaaag 
aggacacccc 
acctgggtcc 
ggtagcccat 
acggtggatc 
agatttcgga 
tcagggcaac 



gtgtccagtg 
tgacactcac 
gccaggctcc 
tttacgcgac 
tgaaaatcac 
ttgctggtga 
ctaa 



60 
120 
180 
240 
300 
360 
414 



<210> 22 
<211> 414 
<212> DNA 

<213> Oryctolagus cuniculus 



<400> 22 

caccatggag 

tcagtcggtg 

ctgcacagtc 

agggaaggga 

ttgggcgaga 

cagtccgacg 

tggtgccttc 



acaggcctgc 
gaggagtccg 
tctggaatcg 
ctggaatgga 
ggccgattca 
accgaagaca 
tggggcccag 



gctggcttct 
ggggtcgcct 
acctcagcac 
tcggaaccat 
ccatctccaa 
ctgccacata 
gcacgctggt 



cctggtcgct 
ggtcacgcct 
ctacgacatg 
tagtactctt 
gacctcgacc 
tttttgtggc 
caccgtctcc 



<210> 23 
<211> 422 
<212> DNA 

<213> Oryctolagus cuniculus 



gtgctcaaag 
gggacacccc 
acctgggtcc 
ggtacccctt 
acggtggatc 
agattgcgga 
tcagggcaac 



gtgtccggtg 
tgagattcac 
gccaggctcc 
tttccgccaa 
tgaaaatcgc 
ttgctcatga 
ctaa 



60 
120 
180 
240 
300 
360 
414 
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<400> 23 

cccatggaga 

caggagcagc 

acctgcacag 

ccagggaagg 

agctgggcga 

cccagtccga 

ggtacttata 

aa 



caggcctgcg 
tgaaggagtc 
tgtctggaat 
ggctggaatg 
aaggccgatt 
caaccgagga 
cgaccttgtg 



ctggcttctc 
cggaggaggc 
cgacctcaat 
gatcggaatt 
caccatctcc 
cacggccacc 
gggcccaggc 



ctggtcgctg 


tgctcaaagg 


tgtccagtgt 


60 


ctggtcacgc 


ctgggacacc 


cctgacactc 


120 


atcgatgcaa 


tgagctgggt 


ccgccaggct 


180 


attggtactc 


gtggtggcac 


atggttcgcg 


240 


aaaaccccga 


ccacagtgga 


tctgaaaatc 


300 


tatttctgtg 


ccagtatcta 


ttctgatagt 


360 


accccggtca 


ccgtctcctc 


agggcaacct 


420 








422 



<210> 24 
<211> 414 
<212> DNA 

<213> Oryctolagus cuniculus 



60 



<400> 24 

caccatggag acaggcctgc gctggcttct cctggtcgct gtgctcaaag gtgtccagtg 

tcagtcggtg gaggagtccg ggggtcgcct ggtcacgcct gggacacccc tgacactcac 120 

© ctgcaccgtc tctggattct ccctcagcag cgtcgacatg acctgggtcc gccaggctcc 180 

agggaagggg ctggaatgga tcggaaccat tagtactcgt agtagcacat actacgcgag 240 

ctgggcgaaa ggccgattca ccatctccaa aacctcgacc acggtggatc tgaaaatcac 300 

cagtccgaca accgaggaca cggccacgta tttctgtggc agatttcgga ttgctggtga 360 

tggtgccttc tggggcccag gcacgctggt caccgtctcc tcagggcaac ctaa 414 

<210> 25 
<211> 412 
<212> DNA 

<213> Oryctolagus cuniculus 
<220> 

<221> misc_feature 
<222> (1) . . . (412) 
<223> n = A,T,C or G 



<400> 25 

ggaaggctgc 

gaggagtccg 

tttggatttt 

ctggaatgga 

aaaggccgat 

tgacaaccga 

ccgccttgtg 



gctggctttt 
ggggtngcct 
ccctcagtag 
tcggaatgat 
tcaccatttc 
ggacacggcc 
gggcccaggc 



cctggtcgct 
ggtaacgcct 
ctggtcaatg 
tggtattgtt 
caaaaccttg 
acctattttt 
accctggtca 



gtgctcagag 
gggacacccc 
agctgggtcc 
ggtagtggca 
tgaccacggt 
gtgtcagagg 
ccgtntcctc 



gtgtccagtg 
tganantcac 
gccaggctcc 
cataatangc 
cgatttgaaa 
gggtagtttt 
agggcaacct 



tcagtcgctg 
ctgcacagcc 
agggaagggg 
gacctgggcg 
atgaccagtt 
anttttgcta 
aa 



60 
120 
180 
240 
300 
360 
412 



<210> 26 
<211> 402 
<212> DNA 

<213> Oryctolagus cuniculus 



<220> 

<221> misc_f eature 
<222> (1) . . . (402) 
<223> n - A,T,C or G 



# 



<400> 26 

ttgcaggctg 

aggagtccgg 

ttggattttc 

tggaatggat 

gccgattcac 

ccgaggacac 

gggcccgggc 



cgtggttttc 
gggtngcctg 
cctcagcagn 
nggaaccatt 
catttccaaa 
ggccaagtat 
acgctggtca 



ctggtcgctg 
gtaacncctg 
tacganatga 
agtanttgtg 
accttgacca 
ttttgtggca 
ccgtntcctc 



tgctcaaagg 
ggacacccct 
cctgggtccg 
gtaatggata 
ccgtggattt 
gatttcggat 
agggcaacct 



tgtccagtgt 
gacanttttt 
ccaggctcca 
atacgcgacc 
gaaaatcacc 
tgctggtgat 
aa 



cagtcggtgg 
tgcaaagtnt 
gggaaggggc 
tgggcgaaag 
agtccgacaa 
ggtgcttttg 



60 
120 
180 
240 
300 
360 
402 



<210> 27 

<211> 93 

<212> PRT 

<213> Homo sapien 

<400> 27 

Met Lys Leu Leu Met Val Leu Met Leu Ala Ala Leu Ser Gin His Cys 

15 10 15 

Tyr Ala Gly Ser Gly Cys Pro Leu Leu Glu Asn Val lie Ser Lys Thr 

20 25 30 

lie Asn Pro Gin Val Ser Lys Thr Glu Tyr Lys Glu Leu Leu Gin Glu 

35 40 45 

Phe He Asp Asp Asn Ala Thr Thr Asn Ala He Asp Glu Leu Lys Glu 

50 55 60 

Cys Phe Leu Asn Gin Thr Asp Glu Thr Leu Ser Asn Val Glu Val Phe 
65 70 75 80 

Met Gin Leu He Tyr Asp Ser Ser Leu Cys Asp Leu Phe 
85 90 

<210> 28 

<211> 55 

<212> PRT 

<213> Homo sapien 

<400> 28 

Gly Ser Gly Met Lys Glu Thr Ala Ala Ala Lys Phe Glu Arg Gin His 

15 10 15 

Met Asp Ser Pro Asp Leu Gly Thr Asp Asp Asp Asp Lys Ala Met Ala 

20 25 30 

He Ser Asp Pro Asn Ser His Cys Tyr Ala Gly Ser Gly Cys Pro Leu 

35 40 45 

Leu Glu Asn Val He Ser Lys 
50 55 



<210> 29 

<211> 13 

<212> PRT 

<213> Homo sapien 

<400> 29 

Met Lys Leu Leu Met Val Leu Met Leu Ala Ala Leu Ser 
15 10 



<210> 30 
<211> 20 



# 
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<212> PRT 

<213> Homo sapien 

<400> 30 

Ala Leu Ser Gin His Cys Tyr Ala Gly Ser Gly Cys Pro Leu Leu Glu 



Asn Val lie Ser 
20 

<210> 31 

<211> 20 

<212> PRT 

<213> Homo sapien 

<400> 31 

Gly Cys Pro Leu Leu Glu Asn Val lie Ser Lys Thr He Asn Pro Gin 

15 10 15 

Val Ser Lys Thr 
20 

<210> 32 

<211> 20 

<212> PRT 

<213> Homo sapien 

<400> 32 

Lys Thr He Asn Pro Gin Val Ser Lys Thr Glu Tyr Lys Glu Leu Leu 

15 10 15 

Gin Glu Phe He 
20 



<210> 33 

<211> 20 

<212> PRT 

<213> Homo sapien 

<400> 33 

Glu Tyr Lys Glu Leu Leu Gin Glu Phe He Asp Asp Asn Ala Thr Thr 

15 10 15 

Asn Ala He Asp 
20 

<210> 34 

<211> 20 

<212> PRT 

<213> Homo sapien 

<400> 34 

Asp Asp Asn Ala Thr Thr Asn Ala He Asp Glu Leu Lys Glu Cys Phe 

15 10 15 

Leu Asn Gin Thr 
20 



1 



5 



10 



15 



<210> 35 
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<211> 20 

<212> PRT 

<213> Homo sapien 

<400> 35 

Glu Leu Lys Glu Cys Phe Leu Asn Gin Thr Asp Glu Thr Leu Ser Asn 

15 10 15 

Val Glu Val Phe 
20 

<210> 36 

<211> 23 

<212> PRT 

<213> Homo sapien 

<400> 36 

Asp Glu Thr Leu Ser Asn Val Glu Val Phe Met Gin Leu lie Tyr Asp 

15 10 15 

Ser Ser Leu Cys Asp Leu Phe 
20 

<210> 37 

<211> 9 

<212> PRT 

<213> Homo sapien 



<210> 38 

<211> 9 

<212> PRT 

<213> Homo sapien 

<400> 38 

Leu Leu Met Val Leu Met Leu Ala Ala 
1 5 

<210> 39 

<211> 9 

<212> PRT 

<213> Homo sapien 

<400> 39 

Leu Met Val Leu Met Leu Ala Ala Leu 
1 5 

<210> 40 

<211> 9 

<212> PRT 

<213> Homo sapien 



<400> 37 

Lys Leu Leu Met Val Leu Met Leu Ala 
1 5 



<400> 40 



f 
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Phe Leu Asn Gin Thr Asp Glu Thr Leu 
1 5 

<210> 41 

<211> 10 

<212> PRT 

<213> Homo sapien 

<400> 41 

Leu lie Tyr Asp Ser Ser Leu Cys Asp Leu 
15 10 

<210> 42 

<211> 10 

<212> PRT 

<213> Homo sapien 

<400> 42 

Lys Leu Leu Met Val Leu Met Leu Ala Ala 
15 10 

<210> 43 

<211> 10 

<212> PRT 

<213> Homo sapien 

<400> 43 

Phe Met Gin Leu lie Tyr Asp Ser Ser Leu 
15 10 

<210> 44 

<211> 10 

<212> PRT 

<213> Homo sapien 

<400> 44 

Ala lie Asp Glu Leu Lys Glu Cys Phe Leu 
15 10 

<210> 45 

<211> 10 

<212> PRT 

<213> Homo sapien 

<400> 45 

Leu Leu Gin Glu Phe lie Asp Asp Asn Ala 
1 5 10 

<210> 46 

<211> 399 

<212> DNA 

<213> Homo sapiens 



<400> 46 



"is. ; 
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atgcatcacc atcaccatca cacggccgcg tccgataact tccagctgtc ccagggtggg 60 
cagggattcg ccattccgat cgggcaggcg atggcgatcg cgggccagat caagcttatg 120 
aagttgctga tggtcctcat gctggcggcc ctctcccagc actgctacgc aggctctggc 180 
tgccccttat tggagaatgt gatttccaag acaatcaatc cacaagtgtc taagactgaa 240 
tacaaagaac ttcttcaaga gttcatagac gacaatgcca ctacaaatgc catagatgaa 300 
ttgaaggaat . gttttcttaa ccaaacggat gaaactctga gcaatgttga ggtgtttatg 360 
caattaatat atgacagcag tctttgtgat ttattttaa 399 

<210> 47 
<211> 132 
<212> PRT 

<213> Homo sapiens 
<400> 47 

Met His His His His His His Thr Ala Ala Ser Asp Asn Phe Gin Leu 
5 10 15 

Ser Gin Gly Gly Gin Gly Phe Ala He Pro He Gly Gin Ala Met Ala 
20 25 30 

He Ala Gly Gin He Lys Leu Met Lys Leu Leu Met Val Leu Met Leu 
35 40 45 

Ala Ala Leu Ser Gin His Cys Tyr Ala Gly Ser Gly Cys Pro Leu Leu 
50 55 60 

Glu Asn Val He Ser Lys Thr He Asn Pro Gin Val Ser Lys Thr Glu 
65 70 75 80 

Tyr Lys Glu Leu Leu Gin Glu Phe He Asp Asp Asn Ala Thr Thr Asn 
85 90 95 

Ala He Asp Glu Leu Lys Glu Cys Phe Leu Asn Gin Thr Asp Glu Thr 
100 105 110 

Leu Ser Asn Val Glu Val Phe Met Gin Leu He Tyr Asp Ser Ser Leu 
115 120 125 

Cys Asp Leu Phe 
130 



<210> 48 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 



<400> 48 

gcgaagctta tgaagttgct gatggtcctc atgc 



34 



• 
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<210> 49 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 49 

cggctcgagt taaaataaat cacaaagact gctgtc 



o 

wl 

C3 
O 

o 



